. Source ions for R and S values Table S2 . Other identified proteins predicted to be crystallins from the ovis aries database Figure S1-S6. Additional supporting data. The peptide eluting at 24.76 minute has the S CID value of 30, 1.3, 6.7, 2.1 comparing to L-Asp, L-isoAsp, D-Asp, D-isoAsp containing synthetic peptides;
S2
The peptide eluting at 26.59 min has the S CID value of 2.7, 13, 3.5, 3.9 comparing to L-Asp, L-isoAsp, D-Asp, D-isoAsp containing synthetic peptides
The peptide eluting at 28.53 min has the S CID value of 4.8, 10, 2.1, 5.2 comparing to L-Asp, L-isoAsp, D-Asp, D-isoAsp containing synthetic peptides
The spectra at 24.76min and 28.53min are identified as L-isoAsp and D-Asp containing peptide.
The peptide eluting at 26.59 minutes does not match any of the isomers, indicating that potentially the serine residue is also epimerized or that the remaining two Asp isomers are co-eluting.
(c) CID spectra of four synthetic peptides L-Asp, D-Asp, L-isoAsp, and D-isoAsp TVLDSGISEVR. The peptide eluting at 64.68 minute has the S RDD value of 40, 2.6, 59, 20, comparing to L-Asp, L-isoAsp, D-Asp, D-isoAsp containing synthetic peptides.
The peptide eluting at 67.57 min has the S value of 62, 16, 79, 2.4 comparing to L-Asp, L-isoAsp, D-Asp, D-isoAsp containing synthetic peptides
The peptide eluting at 70.44 min has the S RDD value of 3.1, 25, 6.7, 43, comparing to L-Asp, L-isoAsp, D-Asp, D-isoAsp containing synthetic peptides.
The three spectra are identified as L-isoAsp, D-isoAsp, and L-Asp containing peptide (S RDD <3.2). Since RDD provides much higher values than CID, the identification is clear in RDD.
(c) RDD spectra of four synthetic peptides L-Asp, D-Asp, L-isoAsp, and D-isoAsp I TVLDSGISEVR.
S7 Figure S3 . ( The two spectra are identified as L-serine and D-serine containing peptide by comparing with (c). (c) CID spectra of two synthetic peptides L-serine and D-serine Ac-AEQHSAPEQAAAGK.
S9 Figure S5 . ( 
